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STATEMENT OF INTEREST AND COMMITMENT
I currently matriculate at Morgan State University, and I am pursuing a Master of Science degree in Bioinformatics. Having obtained my Bachelors degree in Computer Science, I love the idea of using computational methods to solve biological problems, which is why I am so drawn to areas in mathematical and computational biology, and epidemiology.  

After attending and presenting a poster at the DIMACS Workshop on Mathematical Modeling of Infectious Diseases last year in Johannesburg, South Africa, my enthusiasm for working in this field has increased greatly. Also, being able to participate in that kind of educational forum, and having had the opportunity to exchange ideas with biologists, mathematicians, epidemiologists, and fellow students, have afforded me a deeper appreciation and respect for this area of study. 

In my current project, for my Master thesis, I am attempting to characterize certain unknown Type III secretion substrates. Effectors such as these are responsible for interrupting cell signaling pathways, resulting in diseases. Characterizing these substrates and understanding their functionalities, should better equip us in combating the diseases that they cause. The bioinformatic tools, servers, and applications which I use in this research incorporate a number of underlying computational tools, including Hidden Markov models and dynamic programming. This area of study has also afforded me the opportunity to utilize different graphical software packages, particularly MATLAB. Consequently, using computational methods to aid in disease prevention fascinates me. 
On a similar note, as a result of a Math Modeling course which I took as an elective to my Bioinformatic major, I worked on an HIV-RNA sequence prediction project, in which RNA Combinatorics were used to predict more stable HIV-RNA secondary structures. I hope to continue working on this project and other similar research areas while here at Morgan State University and in the future. As further testimony to my dedication to continue with such research projects, my mentor Dr. Nkwanta and I are currently working on publishing a paper covering the aforesaid HIV-RNA sequence prediction project and are hoping to collaborate with a biologist to extend our work. Predicting stable HIV-RNA structures is one thing, but something more prudent would be to induce those changes to try to determine whether those changes inhibit or facilitate the HIV-RNA viral replication. Hopefully, the US-Africa Advanced Study Institute will allow me to apply another facet to this research, in terms of applying appropriate Mathematical models to analyze the data.
After completing my masters at Morgan State University, I have future aspirations of pursuing a PhD degree in the area of epidemiology or computational biology. As a Bioinformatics student, I feel that I can benefit extensively from the US-Africa Advanced Study Institute. In terms of infectious diseases, my interest encompasses and goes beyond analyzing their cause and effect, and designing models for their spread. My ultimate goal, in embarking on this type of research, is to aid in disease prevention and drug discovery. 
